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<210> 1 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 1 
aaaaagccgc ccgacctacc t 



<210> 2 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 2 
gctacaacgc cgaaatgacc tt 



<210> 3 
<211> 17 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 3 
gccgtcgccc agcactc 



<210> 4 
<211> 641 
<212> DNA 

<213> Guignardia Citricarpa 




• 



<400> 4 



tttccgtagg tgaacctgcg 
gaagggaggc cttaaaaaag 
tgctttggcg ggccgacccg 
ggccaggacg cctggctaag 
gtcctgagaa ttcatttaat 
cgatgaagaa cgcagcgaaa 
gaatctttga acgcacattg 
atttcaaccc tcaagctctg 
gacctcggcg acggcgtctc 
gggggcgctg gccgccggac 
atcaggtagg gatacccgct 



gaaggatcat tactgaaata cgtaatcctg aaaggtgatg 
ccgcccgacc taccttcaca cccttgtgta tctaccatgt 
gttttgaccc gggcggtcgg cgcccccagc ctagtctcta 
tgcccgccag tatacaaaac tccagcgatt attctgtgta 
gaaataaaac tttcaacaac ggatctcttg gttctggcat 
tgcgataagt aatgtgaatt gcagaattca gtgaatcatc 
cgccccctgg cattccgggg ggcatgcctg ttcgagcgtc 
cttggtattg ggcgacgtcc gctgccggac gcgcctggaa 
agcctcgagc gtagtagtaa aatatctcgc tttggaggag 
aatcgacctt cggtcactat ttttccaagg ttgacctcgg 
gaacttaagc atatcaataa g 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
641 



<210> 5 
<211> 618 
<212> DNA 

<213> Guignardia Citricarpa 
<400> 5 

ttccgtaggt gaacctgcgg aaggatcatt actgaaatgt aataacttct attgaaaggt 60 

tccagagtag gcgctacaac gccgaaatga ccttctcacc cttgtgtact cactatgttg 120 

ctttggcggg tcgacctggt tccgacccag gcggccggcg cccccagcct taactggcca 180 

ggacgcccgg ctaagtgccc gccagtatac aaaactcaag aattcatttt gtgaagtcct 240 

gatatatcat ttaattgatt aaaactttca acaacggatc tcttggttct ggcatcgatg 300 

aagaacgcag cgaaatgcga taagtaatgt gaattgcaga attcagtgaa tcatcgaatc 3 60 

tttgaacgca cattgcgccc tctggtattc cggagggcat gcctgttcga gcgtcatttc 420 

aaccctcaag ctctgcttgg tattgggcaa cgtccgctgc cggacgtgcc ttgaagacct 480 

cggcgacggc gtcctagcct cgagcgtagt agtaaaatat ctcgctttgg agtgctgggc 540 

gacggccgcc ggacaatcga ccttcggtct atttttccaa ggttgacctc ggatcaggta 600 

gggatacccg ctgaactt 618 



<210> 6 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 6 

gctgcgttct tcatcgatgc 20 



<210> 7 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



<400> 7 
gcatcgatga agaacgcagc 



20 



<210> 8 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 8 
taaaaaagcc gcccgaccta c 



<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 9 
gctacaacgc cgaaatgacc 

<210> 10 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 10 
atgccagaac caagagatcc 

<210> 11 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 11 
tgcaattcac attacttatc gc 



<210> 12 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 12 
tcctccgctt attgatatgc 



<210> 13 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 13 
ggaagtaaaa gtcgtaacaa gg 



